Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.112; data-to-parameter ratio = 14.1.
In the title compound, C 18 H 18 ClN 5 O 3 , the hydrazinecarboxamide N-N-C(O)-N unit is nearly planar [maximum deviation = 0.074 (2) Å ] and is inclined at a dihedral angle of 57.43 (7) with respect to the plane of the attached benzene ring. The chlorophenyl group makes dihedral angles of 19.71 (7) and 34.07 (6) with the pyrazole and benzene rings, respectively. In the crystal, pairs of N-HÁ Á ÁO hydrogen bonds link the molecules into inversion dimers that are further linked into chains along the a-axis direction by N-HÁ Á ÁN hydrogen bonds. In addition, -stacking interactions are observed between benzene rings [centroid-centroid distance = 3.680 (1) Å ]. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Pyraclostrobin, which belongs to the latest generation of strobilurin family of fungicides, shows a broad antifungal activity spectrum and higher efficiency and security profiles than previous fungicides (Patel et al., 2012; Esteve-Turrillas et al., 2011; Mercader et al., 2008) .
In the title compound all bond lengths and angles are normal and correspond to those observed in the related structure (Attia et al., 2012) . The hydrazinecarboxamide moiety (N2,N5,N6/O1/C1) is nearly planar with a maximum deviation of 0.074 (2) Å at atom N6, and is inclined at an angle of 57.43 (7)° with the benzene ring (C7-C12). The dihedral angle between the benzene rings is 34.07 (6)°. Chlorophenyl group makes a dihedral angle of 19.71 (7)° with the pyrazole ring.
In the crystal, N6-H61···O1 hydrogen bonds link pairs of molecules to form inversion dimers and dimers are connected via N6-H62···N15 and N5-H51···N6 hydrogen bonds to form chains along the a axis of the unit cell (Table 1 
Pyraclostrobin (0.373 g, 0.001 mol) was dissolved in 5 ml methanol and to it hydrazine hydrate (0.1 g, 0.002 mol) solution was added and refluxed at 70°C for 1 h. The reaction mixture was then cooled and compound was separated out by removal of the solvent under reduced pressure. The product was dissolved in methanol and kept for slow evaporation of solvent to get crystals of the title compound (m.p. 398 K).
Refinement
The N-bound H atoms were located in a difference Fourier map and freely refined. All other H atoms were positioned geometrically and were treated as riding on their parent C atoms, with C-H distances of 0.93-0.97 Å and with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). 
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